ABSTRACT Here, we present the draft genome sequences of five multidrug-resistant novel Ochrobactrum species strains isolated from a pigeon, a duck, and chickens from Nigeria in 2009.
NCBI Prokaryotic Genome Annotation Pipeline (15) . The assembly and annotation statistics are shown in Table 1 .
Antibiotic resistance genes were identified using ARG-ANNOT (16) . All of the isolates had at least one extended-spectrum ␤-lactamase (ESBL) resistance gene. The isolates harbored genes conferring resistance to aminoglycosides, ␤-lactamase, tetracycline, and chloramphenicol, consistent with their reported phenotypes.
The detection of novel multidrug-resistant Ochrobactrum species indicates that their presence in avian reservoirs is poorly documented and suggests the need for additional studies on the role of antibiotics on environmental bacterial ecology.
Accession number(s).
This whole-genome project has been deposited at DDBJ/ ENA/GenBank under BioProject number PRJNA407325, and the accession numbers are listed in Table 1 .
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